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2020 Early studies/ reports had 
ad hoc naming of clusters
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Alias prevents lineage
names becoming 

infinitely long



C.1 = B.1.1.1.1
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5th April 2020 initial 
lineages on GitHub



>4K lineages
>12 million sequences

Still a largely manual process

April 2020

19 lineages
2,683 sequences

Annotated on a tree by hand
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Fine scaled tracking

Unlimited names

No judgement on 
biology of the virus 

per se
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I acknowledge that the word “grinch”  is protected by trademarks owned by Seuss Enterprises
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Pango Committee

Creates rules

Reviews rule changes

Generalised rules

Lineage Designation 
Committee

Horizon scan lineages
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Maintain & develop 
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Lineage Designation 
Committee

Horizon scan lineages
Analyse lineage requests
Maintain & develop 
software
Update cov-lineages.org

5th March 1st lineages

7th March tool to assign 
them (pangolin)

5th July cov-lineages.org







GISAID + COG-UK + DDBJ + ENA + NCBI
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Rob Lanfear
(sarscov2phylo)

Angie
Hinrichs
(UShER)

The in-house 
chunk approach
(phylopipe)

1 in-house 
tree

Time
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Angie
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Theo 
Sanderson

FigTree 
up to ~10K tips
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Crowd-sourcing lineages:
a global sentinel network?

Sequence count (log10)
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Crowd-sourcing lineages:
a global sentinel network?

Tom Peacock Cornelius 
Roemer

Variant hunters A.K.A.

Soltation sentinels
Lineage lookers

Sequence surfers
Phylo-philes
Variant viewers

Fast-evo flaggers
Transmission trawlers

Spike seekers
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https://xkcd.com/2347

ALL SARS-COV-2 GENOMIC EPI 
INFRASTRUCTURE

Cornelius & 
the lineage 
hunters

Angie’s tree

An alternative representation:
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Cornelius & 
the lineage 
hunters

Angie’s tree

The ARTIC NetworkThe Pango Network
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